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PATENT APPLICATION 
Our File No,: 20020065. ORI 
N THE UNITED STATES PATENT AND TRADEMARK OFFICE 

James Oliver Dolly et al : October 29, 2004 

10/049,967 : Art Unit unknown 

February 18, 2002 

ISOFORMS OF SNARE MOLECULES AND THE 
USES THEREOF IN MODULATION OF 
CELLULAR EXOCYTOSIS 



RESPONSE 

Commissioner for Patents 
P.O. Box 1450 

Alexandria, VA 22313-1450 
Sir: 

This paper is submitted in ' response to a Notification of 
Defective Response dated September 30, 2004 which carried a 
shortened-statutory period for response of one month so that a 
reply is due by October 30, 2004. 

Accordingly, applicants submit herewith a copy of that Notice, 
together with attachments, with this response. 

A substitute computer readable form (CRF) copy of a substitute 
Sequence Listing, together with a paper copy of the substitute 
Sequence Listing, is also being submitted with this paper. 

Applicants believe that the substitute Raw Sequence Listing 
being submitted includes no new matter. The computer readable form 
(CRF) submitted herewith is identical to the paper copy submitted. 



l 




It is believed that the Raw Sequence Listing now complies with 
all requirements and the Response to Notification of Missing 
Requirements is now complete. 

Entry of the substitute Raw Sequence Listing is respectfully 
requested. 

Respectfully submitted, 
NIKOLAI & MERSEREAU, P. A. 

C. G. Mersereau, #26,205 
Attorney for Applicants 
Registration No. 26,205 
900 Second Avenue South 
Suite 820, International Centre 
Minneapolis, MN 55402 
Telephone: 612-339-7 4 61 

CERTIFICATE OF MAILING 

I hereby certify that the foregoing Response, a copy of the 
Notification of Defective Response, a computer readable form (CRF) , 
a paper copy of the substitute Raw Sequence Listing, and a 
Transmittal Letter in connection with application Serial No. 
10/049,967 of inventors, James 0. Dolly et al, filed February 18, 
2002, for "ISOFORMS OF SNARE MOLECULES AND THE USES THEREOF IN 
MODULATION OF CELLULAR EXOCYTOSIS" is being deposited with the 
United States Postal Service as First Class Mail in an envelope 
addressed to: Commissioner of Patents, P. 0. Box 1450, Alexandria, 
VA 22313-1450 on October 29, 2004. 




Barbara L. Davis 

Secretary to C. G. Mersereau 

Date of Signature: October 29, 2004 



2 





Page 1 of 2 



R\TENT AND TRADEMARK OFFICE 
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Nikolai & Mersereau 
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Suite 820 International Centre 
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James Oliver Dolly 



20020065.ORI 



INTERNATIONAL APPLICATION NO 



J 



I.A. FILING DATE 



REC'D OCT G 4 201W 



PCT/GB00/ 03196 

| PRIORITY DATE "") 

08/18/2000 — - 

CONFIRMATION NO. 6222 
371 FORMALITIES LETTER 

IflllMlllllllfflOffilllWIIffilllll 

*OC00000001 3933985* 



Date Mailed: 09/30/2004 



NOTIFICATION OF DEFECTIVE RESPONSE 

The following items have been submitted by the applicant or the IB to the United States Patent and Trademark 
Office as an Elected Office (37 CFR 1.495): 

• Copy of the International Application filed on 02/18/2002 

• Copy of the International Search Report filed on 02/18/2002 

• Copy of IPE Report filed on 02/18/2002 

• Preliminary Amendments filed on 02/1 8/2002 

• Information Disclosure Statements filed on 05/21/2002 

• Biochemical Sequence Diskette filed on 08/20/2004 

• Oath or Declaration filed on 02/23/2004 

• Biochemical Sequence Listing filed on 08/20/2004 

• Copy of references cited in ISR filed on 02/18/2002 

• U.S. Basic National Fees filed on 02/18/2002 



Applicant's response filed 08/20/2004 is hereby acknowledged. The following requirements set forth in the 
NOTIFICATION of MISSING REQUIREMENTS mailed 04/25/2002 have not been completed. 



The following items MUST be furnished within the period set forth below: 



• The nucleotide and/or amino acid sequence disclosure contained in this application does not comply with 
the requirements for such a disclosure as set forth in 37 CFR 1 .821-1 .825 for the following reason(s): 

■ A copy of the "Sequence Listing" in computer readable form has been submitted. The content of the 
computer readable form, however, does not comply with the requirements of Annex C of the 
Administrative Instructions and 37 CFR 1.822 and/or 1.832, as indicated on the attached marked-up 
copy of the "Raw Sequence Listing." 

■ The computer readable form that has been filed with this application has been found to be damaged 
and/or unreadable as indicated on the attached CRF Diskette Problem Report. A substitute 
computer readable form must be submitted as required by 37 CFR 1.825(d). 

■ APPLICANT MUST PROVIDE: 

■ An initial or substitute computer readable form (CRF) of the "Sequence Listing." 

■ An initial or substitute paper copy or compact disc of the "Sequence Listing," as well as an 
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amendment directing its entry into the specification. 
■ A statement that the contents of the paper or compact disc and the computer readable form 
are the same and, where applicable, include no new matter, as required by 37 CFR 1 821 fe) 
1.821(f), 1.821(g), 1.825(b) or 1.825(d). 1/1 

• For questions regarding compliance to 37 CFR 1.821-1.825 requirements, please contact: 

■ For Rules Interpretation, call (703) 308-4216 

■ To Purchase Patentln Software, call (703) 306-2600 

■ For Patentln Software Program Help, call (703) 306-4119 or e-mail at patin21help@uspto gov or 
patin3help@uspto.gov 

Applicant is required to complete the response within a time limit of ONE MONTH from the date of this 
Notification or within the time remaining in the response set forth in the Notification of Missing 
Requirements, whichever is the longer. No extension of this time limit may be granted under 37 CFR 
1.136, but the period for response set in the Notification of Missing Requirements may be extended under 
37 CFR 1.136(a). 



Applicant is reminded that any communications to the United States Patent and Trademark Office must be mailed 
to the address given in the heading and include the U.S. application no. shown above (37 CFR 1.5) 

A copy of this notice MUST be returned with the response. 

VONDA M WALLACE 



Telephone: (703) 305-3736 
PART 1 - ATTORNEY/APPLICANT COPY 




10/049,967 



PCT/GBOO/03196 



20020065.ORI 



FORM PCT/DO/EO/916 (371 Formalities Notice) 
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BIOTCT^Bp)CY 

SYSTE^f 





CRF Problem Report 

The Biotechnology Systems Branch of the Scientific and Technical Information 
\a\ Center (STIC) experienced a problem when processing the following computer 
readable form (CRF): 

Application Serial Number: /o/c { f^ ! % ( j& 

Filing Date: 1 

Date Processed by STIC: ^ JlOfo'f 

STIC Contact: Mark Spencer: Telephone: 571-272-2510; Fax: 571-273-0221 
>^Vv^ Nature of Problem: 

The CRT (was): 

-T^ (circle one) Damaged or Unreadable (for Unreadable, see attached) 

Blank (no files on CRF) (see attached) 

Empty file (filename present, but no bytes in file) (see attached) 

- Virus^infected Virus name: ■ The STIC will not process the CRF. 

CS Not saved in ASCII text {yQjuL oJrfaJ-d) 

■"^ — Sequence Listing was embedded in the file. According to Sequence Rules, 

V^^T submitted file should only be the Sequence Listing. 

Did not contain a Sequence Listing, (see attached sample) 

Other: 



PLEASE USE THE CHECKER VERSION 4.2 PROGRAM TO REDUCE ERRORS. 
SEE BELOW FOR ADDRESS: 

http:/www.uspto.gov/web/offices/pac/checker/chkrnote.htm 

Applicants submitting genetic sequence information electronically on diskette or CD-Rom should be aware that there is 
a possibility that the disk/CD-Rom may have been affected by treatment given to all incoming mail. 
- Please consider us^ 

Any reply including a sequence listing in electronic form should NOT be sent to the 2023 1 zip code address for the 
United States Patent and Trademark Office, and instead should be sent via the following to the indicated addresses: 

1. EFS-Bio (<http://www.uspto.gov/ebc/efs/downloads/documents.htm> , EFS Submission 

User Manual - ePAVE) 

2. U.S. Postal Service: Commissioner for Patents, P.O. Box 1450, Alexandria, VA 22313-1450 

3. Hand Carry, Federal Express, United Parcel Service, or other delivery service (EFFECTIVE 06/05/04): 
U.S. Patent and Trademaric Office, 220 20 th Street S., Customer Window, Mail Stop Sequence, Crystal Plaza Two, Lobby, 
Room 1B03, Arlington, VA 22202 

Revised 05/19/04 
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f;U be. SaM ii ftSccC 

SEQUENCE LfSTING f^C t tOjj^T^ 





^ , cdiggeJanayatjons Limited / , / 

P-Afcthods of trcatmen^^S/^ JUJW*- , 
)Y7P232*fPC J/^f 



1 10> AP PLICANT. Imperial College 
<120> T TTLG OF rN MSmoSE^ 
<130>*^e«BEEBEISCB: ICOY7P 23294FI 
<140>€BRREN¥ APPLICATION" hfUMDE R- US/10/049 967 
<141>- fflJPJ?^rr FILING DATE - 2002-02-18 

<i60> MriMnnn or sfq m mosqT^q 0 ,,1 

<170> SOFFWA^Patentln Ver. 2?T S>W<//ft 
<21O>a5^N0T:l j SM ^ f 

<211>«TOGXH*25 £^ 



>0 



<212>T¥3PE?DNA 

<213> QRGAfcCS&I: Artificial Sequence 
<220> 

Si IS Sequence: ^ prirner 

P$gga{ac catgggegag gaege 
UO NSBQIDwQf g * 
<)211 > LENGTH : 30 
<212>«P&DNA 

< 213 >OROANISM: Artificial Sequence 
120> 

:400> -^SST LVTIQN ' DeSCliptionof ****** Per primer 

agcatgaatt ctcaacgttg gttggcttca 

38 <210> SEQED NO. 3 

39 <2Il>tENGmr29 

40 C212>T¥PB: DNA 

41 :213> OROANISfrf : Artificial Sequence 
43<220> 

2 : S SS?ccT aTO Description of Artificial Sequcnce: pcr primer 

47 c itctttgtt gcagc(gcgt tggcttcat 

49 <C10>-SEQ«-Ne : : 4 

50 <211 > LENGTH. 30 
5ipi2>^F¥P&:DNA 

52 <2 13 > ORGANI S M^ Artificial Sequence 
54 <220> 

57 g g SS 1 ™ DeK!ription 0f : Per Primer 

58 :atctttgttgoctttgcgttggcttccat 

60 k210> SEQIDN(>. 5 

61 <211> LENGHI: 32 

62 <212 > - TYPE: DNA 

63^2 13> ORGANISM: Artificial Sequence 



25 



30 



29 



30 
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65 <220> 

3 ^ SSSf*™ Description of p cr 

65 agcatctttg ttgcccacca gttggcttca tc 
<21*0 > SEQ fp'KQ -: 6 ' " 
<211 > LENGTH 35 
<212>-T¥PE:DNA 

<213 >QRGANISM : Artificial Sequence 
<220> 

Soo? ^ gy^™ ' Ascription of Artificial Sequence: per primer 
gatgaageca accaaactgc aacaaagatg ctggg 

<211> -LENGTH : 3 4 
<212>-T¥PE: DNA 

<213 > OROANIGM. Artificial Sequence 
<220> 

Soo^S^T* 2 ™ Description of ***** Sequence: pcr primer 



71 

7: 
72 
74 
76 
77 
79 
80 
82 
83 
84 
85 
87 



32 



35 



90 

91 cccagcatct ttgttgcagt ttggttggct tatc 
93<210> SEQ ID NO : 8 
94<21 P LENGTH. 27 

95 <212>T¥PE:DNA 

96 <213> ORGANISM: Artificial Sequence 
98 <220> 

feS^r* 9 * Descr ***"' * **" - 

102 gatgaageca acgcacgtgc aacaaag 

104 <210 >flEQIDNO, 9 

105<211>-fcENGm35 

10 S <2I2> TYTE : DNA 

107 <213> ORGANISM ; Artificial Sequence 

10 ) <220> 

la s agr iQ w : Description ° f Artmdai sequence: 

113 cccagcatct ttgttgcacg tgcgttggct tcatc 
115 <210> SEQ ID NO : 10 
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27 



35 



116 
I1Y 
118 

120 
121 
123 
124 
126 
127 
128 
129 
131 



<211 > LENGTH: 35 
<212>- J F¥PE: DNA 

<213 >ORQANISM : Artificial Sequence 
<220> 

SSI"™ Description of Afdfld>1 p™ 

gatgaageca accaagctgc aacaaagatg ctggg 
<210 > SEQ ID NO. il 
<211 > LENGTH: 35 
<21 2> TOE. DNA 

<213 > ORGANISM : Artificial Sequence 
<220> 
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5 :ccagcatct ttgttgcagc ttggttggct tcatc 
7lc210 >SEQIDNO : 12 
5 <2U> LENGT H: 41 
>I<212>TYPE:DNA 
) <213> ORGANISM : Artificial Sequence 
» <220> 

SSoi^SST 5 ^ 1 Description rf Artfcu Se ^ uence: i*~ 

xagaattga tgaagccaac aaacatgcaa caaagatgct g 
C21O-S EQIDN0: 13 
<211> LENGTH : 41 
<212^Tffig:DNA 

<213> ORGANISM ;- Artificial Sequence 
<220> 

SooJ^Sf^ Descripti ° n ° f Sequence: 1501 primer 

cagcatcttt gttgcatgtt tgttggcttc atcaattctg g 
<2 10 > SEQ ID NO: 14 
<211 > LENGTH 42 
<21 2> TYPE. DNA 

<21 3^ ORGANISM : Artificial Sequence 
<220> 

ss^ssr^ Description ° fAniRcM sequence: primer 

gatgaagcca accaaactgc ataaaagatg ctgggaagte et 
<210> SEQIDNO: 15 
<211 > ' LENGTH: 42 
<212 > - TYPE rDNA 

<213 >ORCANI C M: Artificial Sequence 
175k220> 

178 SS^^^ST 1 ^^ Description of Artificial Sequence: per primer 

179 accacttccc agcatcttrt atgcagtttg gttggcttca tc 
181 <210 > - 0EQIDNO : 16 

I82/<211 > - LENGTH : 42 
183<212>-T¥PE: DNA 
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41 



41 



42 



42 



18/ 
18( 
18 
181 

19(> 

19: 
19: 

194 

19: i 



<213 >ORGANIGM. Artificial Sequence 
<220> 

gatgaagcca accaaactgc aacatagatg ctgggaagte gt 
<210 > SEQ ID N O: 17 
<211 > LENGTH: 42 
<212 > TYPE : DNA 
. <213 > ORGANISM! Artificial Sequence 
197<220> 

I 198|<22 3> OTI1ER FORMATI O N. Description of Artificial Sequence:pcr primer 
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5' 



20k 



20d<400 >3EQUENC& 17 
201 Wacttccc agcatctatg ttgcagtttg gttggcttca tc 

203 blO> SEQ ID N O: 18 

204 ^U> LENGTH: 36 
205^212>^F¥PE:DNA 

206 < 213 >QRGANIGM. Artificial Sequence 
208 <t220> 

In PST™ 1 Description *■ A,Mcu Sequence: pcr primer 

212 gccaaccaac gtgcaacaaa gatgtaggga agtggt 
214K210> 6 EQIDNO: 19 
215/<211 >LENGTH :36 
216|<212>-T¥PE.: DNA 

217k213 > - QRGANKM : Artificial Sequence 
2ia<220> 

% ^S SS 1 " 1 DeSCripti0n of Artificial P« Punier 
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36 



22 
223 
22f 
22* 
22 



<40 0^ S EQUENT 19 
accacttccc tacatctttg ttgcacgttg gttggc 
<210 >SEQIDNO; 20 
<2 I P LENGTH : 10 
<212>- : F¥PE:PRT 
22S<213 > - ORGANIGM. Artificial Sequence 

230\<220> r 

f - k223> QTIICR DJTORJvIATION. Description of Artificial Sequence (QaP45 
/peptide A 
k^<400 > SEQUENCE : 20 

234 Gin Arg Ala Thr Lys Met Leu Gly Ser Gly 

235 1 **- $ At- jo 

238 - :210> SEQ ID NQ r21 

239 * 3 1 1> LENGTH; 10 
240<212>-T¥PE;PRT 
241 <213 > ORGANISM : Artificial Sequence 
243 <220> 

2^Z23> OTHER REFORMATION : Description of Artificial SequenceA^ related 
^?6^400>HSEQ^J4Cer21 — — 

lllp^^^^ hoy 

251 <210 >SEQIDNO ; 22 

252 :2I1 > LENGTH : 7 

253 - :212> TYPE. PRT 

254 <213 > ORGANISM : Artificial Sequence 
256 <220> 



36 



^terminus related 



2^223^ OTHER INFORMATI ON? Description of Artificial Sequence/SNAP 
( Petite A a VK k ' ~ 

^259y:400> SEQUENT 22 , JuJ^-*^ 

260 31n Arg Ala Thr Lys Met Len 

261 1 

264 :210> SEQ ID NO -23 

265 :211>fcENe™[:7 

266 <212>^F¥PE: PRT 

267 K2 1 3> ORGANISM: Artificial Sequence 




inus related 
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269\<220> 



peptide 



:223; OBKR REFORMATION. Description of Artificial Sequence: 




■terminus related 




terminus related 




terminus related 



i<400> SEQUEN6Ef*23 
273 Din Thr Ala Thr Lys Met Leu 
I ' ^<T 
10> SEQ ID NO. 24 
ll>t£NeTO:6 
(212 > TYTE : PRT 

f213> ORGANISM; Artificial Sequence 

n .20> 

/<223 ^ OTHER REFORMATION : Description of Artificial Sequent 
tide 

<:400 > SEQUENCE. 24 a 
mblnArgyUaThrLysMet y^L4^^ 

290 :210> 3EQIDNO. 25 

291 ^211>t £NOTH :6 

292 <212>TYPE: PRT 

293 ^213 ^ ORGANISM. Artificial Sequence 
295j<220> 

2*T<223 > OTIIER DEFORMATION, Description of Artificial Sequenci 
^peptide 

298><400 > SEQUENCE: 25 

299 31n Thr Ala Thr Lys Met 

300 [ - ' • ^-5: 

303 *210 > SEQ ID NO: 26 

304 <211 > LENGTH : 5 

305 <212>-nTE:PRT 

306 4213^-eReANfSM: Artificial Sequence 

308 jt220> /^~"\ 
^<223> OTHER HflFORMAIlOWi Description of Artificial Sequence: dterminus related 

3llV400> SEQUENCE *. 26 s ^ 

312GlnArgAlaThrI>s 
313 I * ' <r S 

316 < 210>* SEQIDNO. 27 

317 <211 > LENGTH : 5 
318<212>-T¥PE:PRT 

319 <213 > ORGANISM: Artificial Sequence 

321 <bo> /"*°*N 

J223 > OTIIER DJTQRJvIATION. Description of Artificial Sequence^NAP^sktenninus related 

W>SgEQTjENeB: 27 * J 

325 Cfln Thr Ala Thr Lys 

1 Z-S 

•210> SEQ ID NO; 28 
:211>-kENem 4 
:212>- TYPR PRT 

:213> ORGANISM: Artificial Sequence 
334 ^220> 

--^^^ 23> ^^^^^^^^^^ Description of Artificial Sequence :fsNAP-2 5- c)terrninus related 

^m<400> SEQUENCE: 28 
,338 bin Thr Gin Thr 
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